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Supplemental Figure 6 miR-206 offset the ability of AKT/Ras to drive M1 to M2
switch of KCs. (A) mRNA levels of M1 marker genes in livers of FVB/NJ mice
injected with pT3-EF1a (control, n=6, 5 w.p.i), AKT/Ras/scramble (n=6, 5 w.p.i), or
AKT/Ras/miR-206 (n=6, 5 w.p.i) (two-way ANOVA test). (B) mRNA levels of M2
marker genes in livers of three groups of mice (two-way ANOVA test). (C) Levels of
oxidative stress in livers of three groups of mice, as revealed by CellRox Red staining
(two-way ANOVA test). Data represent mean + SEM. *p < 0.05, **p < 0.01.
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